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(a) Protein chip
(b) Structural genomics
(¢) Intron-Exon
(d) Topoisomerases
(e) Zymogens
(f) Flip-flop of lipids
(g) Monoclonal antibody
(h) Prolyl isomerization
(i) Protein targeting
(i) SnRNAs
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5'-GTCCAGGTGCCCRGGTTTTGTATGCAGAAGAGAAGCGTTTGCCTTGAAGA&AGGAAATGG

TTTGTTCTTTGCCTGATCTGATCTGGCTTCCATTTTGGTGTCGGEGACAARAAGGCCACA
CCCCCTGGCCTTCCCCTTTCTCCTGAATCTTCCTATGCTTCTCTAGATAGCCTAGATATA

CAGGCCCACCCATCCATCACCCATTTCAGAGGGGTATAAATAAGTGTCTGCTTCCATCCT
GGGCTACACTTTGTAGGCTCCAGAGAAGATTGCGAG-3"

(w) ¥4t Ca® signaling 4 Signal transduction FA#3% 2 & & (8 4°)

() ¥— &G HdHE cDNA prikRl2 Amino acid sequences 3+ % 4
F& % 60kDa, {8l H #4482 % 80 kDa, # 4 Sodium
dodecy! sulfate-polyacrylamide gel electrophoresis 447 BI4F 2 4
FE#4 % 39kDa, FHLESTX 5 FEBEATESREALY>T
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GGAATCGATCTTAAGATCGATTCC
CCTTAGCTAGAATTCTAGCTAAGG

GGAATCGATCTTTTCTAGCTAAGG
CCTTAGCTAGAAAAGATCGATTCC

GGAATCGATCTTGGAATCGATCTT
CCTTAGCTAGAACCTTAGCTAGAA
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B3] 7 X A% T# Leucine zipper motif, Zinc finger
motif &, Restriction enzyme 402454 (4 %)

() 3.9 Glycosaminoglycans & Proteoglycans z &#%, R &4
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1. How is the sex determined in human and Drasophila? (10%)

2. What are animal species whose genome sequences have
thus far be determined? What are their significant implications?
(20%) '

3. How is the human DNA replicated and repaired? (20%)

4. Define and contrast the following terms: (50%)
a. YAC vs BAC;
b. LINE vs SINE;
¢. Bacterial transformation vs transduction;
d. Paracentric vs pericentric inversions;
e. Maternal inheritance vs maternal influence.






