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- (a)Gel filtration

(b)Supersecondary structure

(c)Zinc fingers
(d)Chaperon

(€)SH2 domain

(f) Ubiquitin
(g)Oncogene
(h)Catalytic antibody
(i) G protein
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HOH o :—fz%fﬁ%ﬁf-éﬁéﬁﬁ%ﬁﬁﬁﬁ:ﬁ:ﬂ £ 2F & 2R

(£) ¥ &8 & % #3548 404740394 15 6548 A (Posttranslational
modification), # ¥ #81t4% A (Glycosylation)${ & 4 #y3h bt 2 € B4 5
7, EFERCEA Lo TEobn £ 408 5)

() # b Protein-DNA interaction, Protein-Lipid interaction & Proteiﬁ-
Protein interaction @R A1 4 R B2, AR KRR AH L 245
RARZTHRBEES H)

(&) $H e 8R4 b 0 B R M 4o B2 48 % (Transcription) i#@#2 69 R F125(8 £)

{(~N) — cDNA REHEFFTF |
5’-ATGGTATGCCACACAACAGCTACTTCGCCTATTAGCGCTCGA-3

(a) ## & i $43%(Translation)#% T §£ 49 Peptide 2 Amino acid
sequence(4 4+) '

(b) #f—4& Reading frame M. & 4 Peptide #& 280 nm 4 § A Bk
{iL (Absorbance) (4 4+)

(c) #t—4% Reading frame # & 4 Peptide T4 Trypsin K —
£ Peptide(d 4)

Second position

First position Third position
(5" end) U C A G (3 cnd)
Phe Ser Tyr Cys U
Phe Ser Tyr Cys C
U Leu Ser STOP STOP A
Leu Ser STOP Trp G
Leu Pro His Arg U
Leu Pro His Arg C
C Leu Pro Gln Arg A
Len Pro . Gln Arg .. G
lle Thr Asa Ser u
A Qe " Thr Asn Ser C
le T Thr Lys Arg A
Met Thr Lys Arg G
\.v';;\lb Ala Asp Gly U
G Val Ala Asp Gly c
Val Ala Glu Gly A
Val Ala Glu Gly G
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Genetics

1. A boy has hemophilia A, but his biological parents
are phenotypically normal. How can it be? (10%)

2. What is a hot spot of mutation? Why might a mutational
hot spot coincide with the gsite of a methylated
cytosine in the DNA? (10%)

3. How is the tryptophan biosynthesis regulated in
bacteria? (20%)

4. How do steroid hormones induce the transcription of
eukaryotic genes? (20%)

5. How do the antibody genes generate their diversity?
(20%)

6. What are possible causes of cancexr? How to prevent
it? (20%)
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